Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.006 Å; disorder in solvent or counterion; R factor = 0.059; wR factor = 0.199; data-toparameter ratio = 17.4.
Related literature
For related structures of 2,2 0 -bipyrimidine Mn II complexes, see : Hong et al. (1996) ; Ha (2011) .
Experimental
Crystal data [Mn(C 8 Table 1 Selected bond lengths (Å ).
Mn1-O1
2.176 (2) Mn1-N1 2.258 (3)
Mn1-N4 2.249 (3) Table 2 Hydrogen-bond geometry (Å , ). 
D-HÁ
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2009) Table 2 ).
The complexes are stacked in columns along the b axis. When viewed down the c axis, the successive complexes stack in the opposite manner. In the columns, several intermolecular π-π interactions between adjacent pyrimidine rings are present, the shortest ring centroid-centroid distance being 3.688 (2) Å.
Experimental
To a solution of Mn(ClO 4 ) 2 .6H 2 O (0.3617 g, 0.999 mmol) in EtOH (20 ml) was added 2,2'-bipyrimidine (0.1586 g, 1.003 mmol) and stirred for 3 h at room temperature. The formed precipitate was separated by filtration, washed with EtOH and dried at 50°C, to give a pale yellow powder (0.2713 g). Crystals suitable for X-ray analysis were obtained by slow evaporation from a CH 3 NO 2 solution.
Refinement
Carbon-bound H atoms were positioned geometrically and allowed to ride on their respective parent atoms [C-H = 0.95 Å (CH) or 0.98 Å (CH 3 ) and U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C)]. Oxygen-bound H atoms were located from Fourier difference maps then allowed to ride on their parent O atoms in the final cycles of refinement with O-H = 0.84 Å and ) in the difference Fourier map are located 0.81 Å and 0.66 Å from the atoms O3A and O5B, respectively.
Figures Fig. 1 . The structure of the title compound, with displacement ellipsoids drawn at the 40% probability level for non-H atoms. Unlabelled atoms are related to the reference atoms by the (-x, y, 1/2 -z) symmetry transformation. For the sake of clarity, only the major disorder component is shown. (9) 148. Symmetry codes: (ii) −x, −y+2, −z+1; (iii) x, y+1, z; (iv) −x+1/2, y+1/2, −z+1/2; (v) −x+1/2, −y+3/2, −z+1; (vi) x−1/2, −y+1/2, z+1/2; (vii) x−1/2, y+1/2, z.
